Table 1. P2X1 interacting cytoskeletal proteins. Using HisFLAG tagged human P2X1 as bait a number of interacting proteins were pulled down associated with P2X1 attached to anti-FLAG agarose beads. After washing the beads proteins were eluted with FLAG peptide and run on SDS PAGE. Protein bands were excised and identified on either 4000 Q-Trap system or Thermo Orbitrap (PNACL, University of Leicester, UK). A hit protein was identified by a minimum of 3 peptides of ≥95% peptide identification probability and 99.9% protein identification probability using the Scaffold2 program (Proteome Software Inc., USA). Proteins labelled 'pure' were identified in runs without DSP crosslinker present and 'crosslinked' in runs where DSP was present.
Protein
Gene ID Pure (of 9) Vesicle transport through interaction with t-SNAREs homolog 1A VTI1A 2
Vesicle-associated membrane proteinassociated protein B/C VAPB 2
Vesicle-trafficking protein SEC22b SC22B 2
